The asymmetric unit of the title compound, C 11 H 10 O 3 , contains two crystallographically independent molecules, A and B, with closely matching conformations (r.m.s. overlay fit = 0.105 Å ). In each case, the OH group of the acetic acid residue occupies a position approximately antiperiplanar to the C atom of the heterocycle. A short intramolecular C-HÁ Á ÁO contact occurs within each molecule. In the crystal, carboxylic acid A+B dimers generate R 2 2 (8) loops.
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Structure description
Derivatives of 2,3-dihydro-benzofuranyl-3-acetic acids have been reported to be potent, selective and orally bioavailable G protein-coupled receptor 40 (GPR40) and free fatty acid receptor 1 agonists (FFA1) as glucose-dependent insulinotropic agents (Negoro et al. 2012) . As part of our studies in this area, we now report the synthesis and crystal structure of the title compound.
All the bond lengths and angles of the title molecule are close to those observed for a similar structure (Gowda et al., 2015) . The asymmetric unit of the title compound contains two crystallographically independent molecules (C1-C11,O1-O3 and C12-C22,O4-O6), which are almost identical (Fig. 1) . In each molecule there is an intramolecular C-HÁ Á ÁO contact present (Table 1) . In the crystal, molecules are linked via pairs of O-HÁ Á ÁO hydrogen bonds, forming A-B dimers (Table 1 and Fig. 2 ).
Synthesis and crystallization
6-Methyl-4-bromomethylcoumarin (10 mM) was refluxed in 1 M NaOH (100 ml) for 2 h (the completion of the reaction was monitored by TLC). The reaction mixture was data reports cooled, neutralized with 1 M HCl and the obtained product was filtered and dried. Colourless blocks were obtained by recrystallization from an ethanol and ethyl acetate solvent mixture by slow evaporation technique (m.p. 370-371 K) .
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . Table 1 Hydrogen-bond geometry (Å ,  ) . 
Figure 2
The crystal packing diagram of the title compound. The dotted lines indicate hydrogen bonds. All H atoms not involved in interactions have been omitted for clarity. Computer programs: APEX2 (Bruker, 2004) , SAINT (Bruker, 2004) , SIR92 (Altomare et al., 1994) , SHELXL2014 (Sheldrick, 2015) , ORTEP-3 for Windows (Farrugia, 2012) and Mercury (Bruno et al., 2002) .
Figure 1
The molecular structure of the title compound, showing 40% probability displacement ellipsoids.
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Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
